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CBUAETEJIBCTBO

0 roCyJapCTBEHHOM perucTrpanuv nporpammsl ajasas DBM

Ne 2021616695

«ITporpaMMHBIii KOMIJIEKC /11 TOMCKA MOTHBOB B IaHHBIX
MOJTHOT€HOMHOT0 KAPTHPOBAHMS CAHTOB CBSA3bIBAHHS
TpaHckpunuuoHHbIX paxTopos ChIP-seq (SiteGA) / Software
package for motif search in whole-genome transcription factors
binding sites mapping ChIP-seq data (SiteGA)»
TpasooGnanares: Dedepanbvhoe 2ocyoapcmeeHnoe 0100y cemnoe HayuHoe

yupexcoenue «Dedepanvusiit uccnedosamenvckui yenmp Hncmumym

yumonozuu u 2enemuxu Cubupckoco omoenenua Poccuiickou
akademuu nayx» (HL{ul” CO PAH) (RU)

Asrops: JIeeuuxuti Buxmop I'eopeuesuu (RU), Illykanoe Anmon
Bumanvesuu (RU)

3asexa Ne 2021615670

Jlara nocTymieHus 15 anpes 2021 r.
Jlata rocy1apCTBEHHOW perucTpaiun

B Peectpe nporpamm 11 DBM 26 anpejia 2021 2.

Pykogoodumensy @edepanvHoli cryxncobl

no UHMENNEKMyanbHol COOCMBEHHOCIU
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