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0 rocyJapCTBEHHOW perucTpaunum nporpammsl ajas DBM

Ne 2024686206

«IIporpamma /Uisi IpeACKa3aHusl KOJMYecTBA 0€eJIKa B KJ1eTKax
aposiKer Saccharomyces cerevisiae Ha 0CHOBe MX GHOJIOrMYECKHX
nocaenosarejbHocrerd (MITAIIpen) / Program for prediction of
protein abundance in cell of yeast Saccharomyces cerevisiae based
on biological sequences (YPAPred)»

IpasooGnanarens: Dedepanvioe 2ocydapcmeennoe G1003cemnoe Hayunoe
yupexncoenue «Dedepanvusiit uccneoosamensckui yenmp Hucmumym

yumoanozuu u zenemurxu Cubupcxkozo omoenenus Poccuiickoi akademuu
nayk» (RU)

Asropei: Benszenv Apmyp Cepzeesuu (RU), /lemenkoe Ilasen Cepzeesuu (RU),
Heanucenxo Tumogpeir Braoumupoeuy (RU), Heanucenko Braoumup
Anexcanoposuu (RU)

3asska Ne 2024684522

Jara nocrymnenns 21 OKTSIOps1 2024 .
Jlata rocyaapcTBEHHOM perucTpanuu

B Peectpe nporpamm s D9BM 06 H0116p}l 2024 2.

Pyxoeooumenv @edepanvroit cayxcovt
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